data
source

ncbi

ensembl

Uucsc

source-specific

data extractors
ncbi-fetch
ensembl-fetch
ucsc-fetch-exonsets
uta-fetch

files

intermediate

database
tables

origin

fasta

seq, seganno

seqinfo

gene

geneinfo

transcript

txinfo

exonset, exon

exonsets

content-specific
data loaders
uta load-seqinfo FILE
uta load-geneinfo FILE
uta load-txinfoFILE
uta load-exonsets FILE
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